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Associate Professor at Department of Biomedicine and Prevention,
Chair of Human Anatomy, Faculty of Medicine and Surgery, University
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Researcher at the IRCCS Fondazione Santa Lucia, Rome, Italy;
Temporary Research Fellows at Department of Public Health and Cell
Biology, University of Rome “Tor Vergata”, Rome, Italy,

Research Fellow at the Pediatric Hospital “Bambino Gesu” Rome, Italy;
Institut Pasteur-Cenci Bolognetti Foundation Research Fellow at
Department of Cell and Developmental Biology, University of Rome 'La
Sapienza’, Rome, Italy;

Consiglio Nazionale delle Ricerche Temporary Fellow for Research
Abroad at the Institute of Microbiology and Genetic, “Vienna
Biocenter”, University of Vienna, Vienna, Austria;

Research contracts at the Institute of Microbiology and Genetic, “Vienna
Biocenter”, University of Vienna, Vienna, Austria;

Ph.D. Student at University of Rome, “Roma Tre”, Rome, Italy.

“Exploiting splicing inhibition to overcome transcriptional addiction in
prostate cancer” AIRC (1G27896)

“Role of Alternative Polyadenylation in prostate cancer” Italian Ministry
of Health “Giovani Ricercatori- Ricerca Finalizzata 2011-2012” (GR-
2011-02348423).

Human Anatomy, UniCamillus International Medical University, Rome,
Italy

Human Anatomy, University of Rome Tor Vergata, Rome, Italy

Tutor in Molecular and Pathological Genetic, Institute of Microbiology
and Genetic, Vienna Biocenter”, University of Vienna, Vienna, Austria.
Tutor in Experimental Genetic Il (Molecular Genetic), Institute of
Microbiology and Genetic, Vienna Biocenter”, University of Vienna,
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